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1) REPRFRFEBT HFMAERL 2) NS FEWMFERZEF. BUNNAF A2 T 4T« 7 AHGEFR

FI-—EREMEEITAIANTIEERTF FZAWE bR/ —LEETO T 74 2T

Kinome activity profiling using artificial substrate peptides with kinase specificity

OfRA KD, F)ll 3EHIEY, Pasrawin Taechawattananantd, #ibk PO, #2110 D,
i Y

1) REBRFRFBREFHIMN

Solid Phase TMT Labeling in HAMMOC Tip is a Solution to Increase the Recovery
for Phosphoproteomics

O S, MBS, HE ). il
1) REBAFZEAXEBREFZ IR

[EEZONIFET - S )

#hikdir
Thio-tag Tip &RV F 4 — VA S BILAMORERK I BHEL
Thio-tag Tip method for selective separation of thiol containing compounds

ORA 7ih, 2 84D, BT &Y, KT HESEFD, AT %Ay, i &Y
1) LERFARFRERRREIAHTH

b b REZAGESILAERT % >/ \ 7 E DT
Analysis of Advanced Glycation End Products in Human Epidermic Proteins

OB #Bogd, N BEED, Rl 22, bk KRB, K #5582, iR A702
1) EEMHRINRH. 2) BREKRE
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1P-37
13:20~13:57

1P-38
13:58~14:35

EFOERER

2Y3-02

1P-39
13:20~13:57

EFOMRER

1Y2-04

S-Z baYVezERN & LIt Bmpia B baesHlA D el seE

The Reduction Capacity of Food Components against S-nitrosylation:

Proteomic Approach for Assessment of S-nitrosylated Proteins in vitro using Fluorescence
Labeling Technique

OFkf BIRY, B A A0E IECY Ml B—Y

1) BIEAFAFRET TFRESMIEREYIREICAR T T

EMILLFET B 7 VIVHESRO@E - 7 F iUk, 7oEd )bk, X722k
Post-translational acylations occurring in a wide range of organisms: lysine acetylation,
propionylation, and succinylation

ORI R 23, vk RBID, AR B, #H Bigd, B8t muld®

1) BEAKF KFBREMRFHIEER. 2) ABRTBIIAF KFFRIBF IR

3) RERKRZE KREFGIEF AR

VROV D LMEERET VIV NS VAT 15 —EDRE

PLA2GA4E is a calcium-dependent acyltransferase that produces
N-acylphosphatidylethanolamines

OYuji Ogura? 2, William H. Parsons?, Siddhesh S. Kamat?, Benjamin F. Cravatt?
1) Daiichi Sankyo RD Novare, 2) The Scripps Research Institute
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MEERDTOTFIIR - BEE

2P-01 BRIAEAT A AL « XANVIEIBICHIT 2T OT 74 I 7 AR
13:20~13:57 Plasma Proteomics Study in the Tohoku Medical Megabank Organization

OWH 22, e FLD2, sott Y3, AT BEDID, R AED
1) RACKFRIEA T« DIVA AN 7118, 2) RIERFREREZRARH,
3) RAEARFRERBHREFZHEA, 4) RIEKF M EF AR

2P-02 BREUZHEEHBXICHITEIIERTF KT 71 IVOET
13:58~14:35  Analysis of serum peptide profiles of relapsing polychondritis

BE A, G R, Rl g, A5 OB, gk BE2, ORI D
1) B U7V FERKFRFRER/NA A —H— « N0 FHIEE.
NERVT7VFERRERERKR 7O T4 — L - DFREART

2P-03 Human plasma proteome analysis using meter-long monolithic silica columns
13:20~13:57 With match-between-runs

OF I, 42 52, BIR ALY, A 489 Rl S0EY
1) REAZEZHRNNE S/ LEF Y 42— 2) REAFAF REFHIHR

2P-04 /N1 AR—H—FER EERZBEWVQEvs 5600 ICK 5 7OT74 =7 REEMENT
13:58~14:35
O¥E AV, Sameh Magdeldind, 7F %Y. 75 59, Amr El Guoshy?, Ali FQuaderyb,
INE NS EEONITIR N
1) FEARZEERNAFR—D—t 22— [BATEREE 70V 7 b

2P-05 SWATH-MS |C & 2EEREZ /N7 EOREM
13:20~13:57  SWATH-MS Analysis of Health Volunteer Urine Proteins

Y. PR MY, 75 51D, Sameh Magdeldin®. Amr El Guoshyb. Ali Quadery?.,
IWARE T, OllA #%9
) FBRE EEBNAF—H—t 52—

2P-06 R7OTHIVADSHDRE VNG BRET—7 70—

13:58~14:35  jine protein preparation workflow for urine proteomics

Oz w9, PR ZFY, 3F  IY, Ali Ferdous Quadery V. ik D, ik %Y
1) $URAS EWRNAFR— N~V 52—
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2P-07
13:20~13:57

2P-08
13:58~14:35

2P-09
13:20~13:57

2P-10
13:58~14:35

FRRTEENRTF FRIEY 7 b U I7 OREHNDEA

Application of Novel Peptidomic Identification Software to Urine

OR HERSD, fil @D, HiE JERD, (| BEED, WG w0, Ak D,
SR )
1) KXt BRRFR

MERAEBEORKAETOTA I/ X

Proteomics of Diabetic Nephropathy Glomerulus

Ol #EyD, g BEY, PR 5FD, Sameh Magdeldinb, 75 #iD,
Amr ElguoshyD), Ali Quaderyd, #F D, (1A #Y

1) FORABEERBRNA A<D -2 —

7074 27 RAZRAWIgABIEICR T 2 mikiEdHittoE BiEORE
Effects of tonsillectomy in patients with IgA nephropathy: a serological proteome
approach

OZACRAR)  RESEFD, SRH &Y, BEE F5RD. AR B2, My B, FH RS,

WH  fethd
1) BRAZEZHBREAR. 2) BRAZEFHENTBE. 3) WAHIUKRPLGERNZMHER LY 2—

AQP11./ w070 b RAEIEICE T BRI ZCREIFIEDRFAERRIC M T
On the Mechanism for the Development of the vacuoles in the Proximal Tubule
from AQP11-null Mice

Ol WD, mrp 5579, LR )Y, Ak B9
1) BARRASE LIRS

Dh s NMFT—H— (ZFD2)

2P-11
13:20~13:57

2P-12
13:58~14:35

meR#RpEs Rz SR & LEEBEMRRDO A EBEMDADINA AR —H—2 VN7 BOHER
Search of biomarker proteins in serum extracellular vesicle of renal and bladder
cancer patients

FRE RCED, OWIl GED, gk EWDA JIE D2, A FIRER. K B,
HHE 8. 56 IEWd, g EE2

1) L BEARFIEFEIRF R YR EEE, 2) L BEAFEFEWBRE/OT A IV R 22—,

N ALEAFZEFZERMREERL 4) BT EAERER - RE - BEARH 7O 74— LU Y —F
Jovzy k

2 EEORERMMMEREZ BV BN ADIMF/NA AR —H—2 2V INTEORR
Search of renal cell carcinoma biomarker proteins in plasma using two types of
stable-isotope tags

FHEERY, ORIy s2b, ik suthd, gk YA, JIE D2, A A,

ik OERR. hE EHED2
1) ILEARFIEFIYIBF R A IR EE. ) tBEAFEFHRBEBERE TOTAI IR 2 —,

3) LB RZFEZER SRR
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2P-13  FRHTLV-1E@EREDD FIZNEREZ BiE LIBENMRRE 70 7 74 — L
13:20~13:57 Comprehensive cell surface proteomics analysis aiming at discovering Novel
therapeutic targets for HTLV-1 associated disease
W02 Ok m, L HO. iR RO L A, R SR
1) ARFFEN « DA SR - 5/ Lt 2— « TOTFZ 0 RBERTIV—T,
) RRAZE - ERIZFEWAZER - WERR - MREREARL. 3) ARHEEARESR - SHWRREDMR - MEARL
HET YTV FERKE - KERNBWZER - #RaEmtt 2 — - fJA - mRERRMTERFS

2P-14 €7 b—LBIFIC K ZEZBERMERIIBRED/ \ 1 T —H— D3

13:58~14:35 Development of biomarkers for castration resistant prostate cancer by secretome analysis

Ol D2, BN GRS, O K529, e D2, WlE 5079, RIT HIAS,

K 1E#hY, PP AD2)

1) BETA - EEMEHMRER. QBETK - SHEREMEL Y 2 —.

3) BERTAK - TRMEGERY Y 2 — « iRes - EBERL 4) BETHA < MBRER
5 BRY —HIAREt - INAF AT ABEE

2P-15 DREEBAMRLRE & ITIRARAR DN EEAE T 5 TFPI2 ONESEIEIE LR AT

13:20~13:57 Comparative analysis of TFPI2 glycoforms from ovarian clear cell carcinoma and placenta

B D, O D2, f AR, FE ADI, JIE FFD2
1) RN T AFZAZREDERZMER. DBEEM I AFEREERFER.
EEM I AP EIGERFMEL > Z—

2P-16 IPEBFMABREDRSE - ERIBIEICH T S LeftyDikpetE
13:58~14:35 A functional role of Lefty in development and progression of ovarian clear cell carcinomas
OfA By, By 85D, JIE #hmA, F &9, &k Hzb, =k 3D
1) EBARFEFEHREF. 2) BEFHAEAMEEDNERFHE L 2 —
) EARFIEFHNBER T OTF IV RV R—

EE7OFFIIR
2P-17 FETFIVIIRICHBITBEKTOTFAZ IR

13:20~13:57  Proteomics for ascites using mouse model stably occured abdominal adhesion
OWH  HORY, IR 3#2. (s #\xd. 5k 508, WKk peeEd, e BREED
1) BRAFEHRERMMEL 2 — QD BRAETAY F—THREa2—.
) RRAFAEZREZRAMERBERENT. 4) RRAZEZRMBZHE - KERRMEE - Bt 22—,
5) EFREEEALAE - 1L bR

2P-18 ZTERMMAEREICKSTOT A —LEITZRWCEALE] TEEHFEU REID
13:58~14:35  $12 DIRRIRD A 1 = X L DR
Proteomic Analysis of Antidepressive-like Effect of Kososan using an Isobaric Tag Method
OAH BE2D23, (L fRy2d ., F BB, AR TR, ik B, Ok e,

el 290, (LE B0, i widad)
1) EBRFICBEMBEHIEA. 2) LBRZFAFZRBERGIEBHZM. 3) LBRFRFEAESHIA.
4 ILBRFIEFER, 5) WBRFEFEWNBERR TOT7F I 7 At 22— 6) LBEAFAFRERRMAERL

7) RRERAFRLE
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2P-19 NMAEREFOBEERERICEADSFcy SBRAREN LIERRIGE X 1 Z X LDfEH
13:20~13:57 Mechanisms of Fc y R-mediated immune responses involved to adverse events of
therapeutic mAbs
O X2, ZH R, 6H B2
1) BRERAZERREEE, 2) B EXS R SR LR
2P-20 HepcidinE4PEERIOENERERE
13:58~14:35 Target Identification of Hepcidin Production Inhibitor
OffikAR  HEED, EH @A, Wl W2, Hb Es2, 0ok SHED. IBHE J9F2,
JIBE W— D, AfLRH —a D
1) B—=#RD/ N\—L#HHEH. 2) E—=HH4Ha#
2P-21 SRERRIVEVICK DT v MEFEBIEMH(LDIEE
13:20~13:57 Regulation of rat sperm hyperactivation by follicular hormones
O/ REY
1) BHERKFZEFEEES (EAHIE)
2P-22 DJIXIBEIVABROTOTH I 7 XM
13:58~14:35  Proteomic study on brain tissue of DJ-1 knockout mice

O=3li wo D, Hyc D, i R 2
) REMBREEERL 2 W%, 2) RRERIERATF

AVIARTAVR PSS VAFZIVR

2P-23
13:20~13:57

1Y1-01

2P-24
13:58~14:35

HRNA T == RO DDEFENRTF R T—=EZX—ADIBREZ DIGH

Human native Peptidome database for Peptidomics studies

OAmr Elguoshy? 2, Sameh Magdeldin®), Yoshitoshi Hirao®, Bo Xu?, Suguru Saito?,
Ali FQuaderyY, Keiko Yamamotob, Tadashi Yamamoto?
1) Niigata University, Biofluid Biomarker Center

2) Biotechnology department, Faculty of Agriculture, Al-azhar University.

TO7A—LEBEET—R2ZN—X JPOST : BT 70Ok JJ)LDBER
jPOST-Integrated Database for Proteomes: Development of Re-analysis Protocol

/N1 N el B DN V= B2 v DN T EE N = NSNS [ N -3 - SN
A F89, A HERCO, &l HIHS, Mk REID, R B0, i SR,
il D, A %2

1) RERACZMEF. QRBAFKRERRARRR 3)BER - VA7 LAREBES A 7T A TV ARG
T—2NX=Xt%— (DBCLS). WFRAFARFZRERFAHBEHIER. SFRAT EFHIEE EAERE.
O)LINAFERBSHEFFAIRF. 7)BEAKRF R FE L R P IS
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2P-25
13:20~13:57

2P-26
13:58~14:35

2P-27
13:20~13:57

2P-28
13:58~14:35

2P-29

13:20~13:57

2Y3-05

2P-30
13:58~14:35

INT LIVEY T HIVEEZ BOWCRIREF RSO O OEIRE T IEREDRET &
Z DEREET

Performance of Mathematical Modeling for Phenotype Predictive Analysis

with Parallel Monte Carlo Method

OfE —JD . MbE D, i FIRD L
N RREIAZF

P

FSVRFZ VAT —RERMALIEDFRY FT— U
—KeyMolnetZFAWLNT —

Molecular network analysis of transomics data

-Using KeyMolnet-
O 0 BREY, HEHey
AR R, EE
1) %AKHKMT —%

FAD. B BD AR RA, OKE e, Y D,

i

R ZKBEEDONMR-X 2R w7 « TOAT 74 VT K BRS8N
Simple approach for visualization of metabolic profiles using tissue sample
by solution NMR.

Bl #ED R fEED, K D, OfA |Y
1) EIIAZERERIEN EERIMIEE ISR /N1 7 A7 « 71)VBAZTERRS

HR-MAS "HNMRZRW 2 DmWETIVZ Y FDORRREY 707 7141 >0
HR-MAS "H NMR-based brain tissue metabolic profiling of depression model rats
OFot BAY. KE Hird, oA BHEED, K DI, RE 24D, Bl #E79),

A I, A R
1) WEEK - E. 2) MEEEK - K. 3) ERRMEEHIER /\ 14 AT « 71)VBZEERRT

BHRETIVR D RZFRLIE NSV AF IV ADORBEZDOREBMOBIEICET 55%
Study about the benefit about trans-omics technique using diet-induced obese
mouse liver

Okl FEY . ik
1) RRKRF

TR I /N S

WERELDEEE T IV D ADRIVF A 2 v 7 AT K DR/ A —H—DFER

Multi-omics Analysis of Dilated Cardiomyopathy Mouse Models for Identification
of Novel biomarkers

Otk ALY, M HAY
1) B EERBHEAR Y 2 — BIRA I v I R R —
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2P-31
13:20~13:57

THAT I v 7 RICE B A XD PCBs MY
Cross omics analysis for PCBs toxicity in the dog brain

OFSE PERED, ¥R kD, Lauan MariaClaret), Yoo Jeanl). /KJII  3EH2). #H  AAND,
EOR 1), B ENY
1) BEAT AEREBERZEHEL >V Z2—. 2) IUBEXRFERER BEZFIER

P

2P-32 TRIzol EREICK BE—FARHDSDRNA - 2 N\ I BEEFHREEEBWN F S VR
13:58~14:35 7 X 7 AfEMT
Trans-omic analyses of sequentially isolated RNAs/proteins in human cells using a
2Y3-01  TRIzol reagent
ONE; #D, =l MY, 354 BEY, Al Y2, s Bhd
1) EBEFMIEATIMS, 2) BRI KT, 3) H'g EDNAWZEFR
e - BRO7ATFHIVR
2P-33 FEBEHOIMERE /NI EOELEZ AW ARG ORI EE TR DM
13:20~13:57  Prediction of beef carcass traits using changes in amount of serum proteins
during fattening period
O b HEY, WK k72, 20t 2P0 Ak 20 50 B0 b HEES,
R BEY, STHE BRERY, kO EHI A D4
1)EREYEET. 2)EK5Eimb 3) IRRRZEMITA. 4) ERGEWET
2P-34 77U CRtIRET CEL T HEIEENTF FOMEREHIREMNT
13:58~14:35  Exhaustive Analysis of Bioactive Peptides from the Cerebral Ganglion of Pacific Abalone
OffMb FPFY, KEF B3, 7k W23 IS #0423, A #5239, &l #nd
1) dEBRFEFEMRFEL 2) LBEARFEFEL 3) LEXRFEFENBEER T OTF IV A2 —
2P-35 77U CRREN CRIZT 2EBEMANTF MELCTF OB
13:20~13:57  Exhaustive Analysis of Bioactive Peptide genes from the Cerebral Ganglion of
Pacific Abalone
Ol Ay, il #PrFY, KE &Y
) LBEXRFEFEMRFE
2P-36 ERBETOTOT 4 — LLEBERNICK ZRTMEICEDL S 2 /N BORR
13:58~14:35

Exploration of proteins involved in thermotolerance by comparative proteomics
across yeast species

Onig fsY . Ak w2 | B =2 | ik ERY2
1) BBARFAFREFTRR. 2) BAAFRPBEMRFR
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2P-37
13:20~13:57

2P-38
13:58~14:35

2P-39
13:20~13:57

2P-40
13:58~14:35

HHFBERNCHITE 2 VN ERGERRO T O T 4 — L

Proteomics for Asymmetric Protein Inheritance during Yeast Cell Division

O 7e5hV. M #A2, il J2, AfF #52, /i 426D 2
1) BAKREARE R BEMRR EaREER, 2) HAXE BEE EaflEH

HEFERICH T Z T AT 4 — LBERD ESE L OMAIEEREN DR E
Effect of optimization of proteome resource allocation on yeast cell growth

O B, A MY, &k EnRY

1) AR - B¥E

EETOTH IV ABMICEZRAEZERAERE T TV I VEHIIEZ A XICHT S
EEM B RZER

Gel-Free Proteomics Reveals Flooding Tolerant Mechanism in Mutant and
Abscisic Acid-Treated Soybean

OYIN XiaojianV 2, phkf 923, PIHE ok 2, /M Hi§D2

1) WEKRF, 2) B - RIAEMRREMAE LY 2 — 3) FRKFE

EEBTOTH IV AEMICE BEKE L UFIER b L AT DRBI DA
Gel-Free Proteomics Reveals the Roles of Endoplasmic Reticulum in Soybean
under Flooding and Drought

OWANG Xinb 2, /vy Hiy-D2
1) FUEKE, 2) BHEE - IERIEDRRE Y 2 —
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1LS-1  EERIGAIC@T e a7 A9 R 7 ) r— 3 > ORE

OXxE B
Y—FE T4 v v—HAT VT4 710y I EH

RRAFAFEREFRARN BTN F EREEFBERTEMEER

SvFarvteiF—%i15 258E2F 2202)

12:15 ~ 13:10
AT v IR

1LS-2 5 F 3 >+t S F— 2/ Luncheon Seminar 2

1LS-2  Industrializing Proteomics with Microflow SWATH® Acquisition and Cloud Computing

O Christie L. Hunter
SCIEX, USA

78 29H (£KH) July 29 (Fri)

B =15 (258E2F 2201)

12:15 ~ 13:10
7ILV LT /0I9—(tF)

2LS-3 5 F 3+t X7} — 3/ Luncheon Seminar 3

2LS8-3 7YY DTATAIVRBRR— ST F T
BEERHLEE EXTF FREREEE
O il =z
TILYE 7o/ OV—BRAH HEAR BEERIIL-T
7077 20 REFICEVT B ERIETILEED B Eh LR
BERHEEEDTHOEHEMIIMEE SR VBT T FEiE

ORT Az
TILYE T/ —#ARE BV Uai—rary 7TV avIVIZT

SvFarteir—Ri5 258E2F 2202)

12:15 ~ 13:10
ARy 7 X (HF)

2LS-4 S F 3t =X7F}— 4/ Luncheon Seminar 4

2LS-4 RIERUBMOLODF/—LERAXNTF R - TO71427 LA

O Rl A
TUNRFEAF R T FHZR





