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{B#5#E Plenary Lecture

78 28H (AEH) July 28 (Thu)

11:15 ~ 12:00 ALZ (AR 30kR—)IL)
1PL $81%587& 1 / Plenary Lecture BRI R GEELE)

1PL  BiiESHXZ BT/ LHFEDRE

Oy ik

HRAF
7B 29H (£BEH) July 29 (Fri)
11:15 ~ 12:00 ASE (AR L 3 UER—)L)
2PL #8%%:878 3 / Plenary Lecture B R B (EREE - EF - BB

2PL Comparative protein and RNA analyses of extracellular vesicle subtypes:
functional insights

Maoshan Chen, Rong Xu, Alin Rai, David Greening and ORichard J. Simpson
La Trobe Institute for Molecular Science (LIMS), La Trobe University, Australia
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ZE#E Award Lecture

7H 29H (£#EH) July 29 (Fri)

15:45 ~ 16:25 ARB (AR 3 VEKR—IL)
S HEE | Award Lecture FER: PEF A BRHIAF)
FRETEHER
AW1 BME7OT7TFIVRAEERE LIV AT LRAINA F 09 —DEBAEANDIGH
15:45 ~ 16:05 Application of systems biology based on the integrated proteomics for
cancer research
O FRA  AY
1) BEAKFARFREMRFHIEEN(E) BEEFDE
AW2 BREMEORIPEZBIEL) VBT O T4 — L&
16:05 ~ 16:15 Phosphoproteomic analysis to elucidate the mechanisms for malignant
transformation of cancers
O KK fihi79

1) #EEHIIAY SiRERFEHRL Y 2 —

AW3 NAFRZER E LT RO GICF R TR —h—DER
16:15 ~ 16:25 Acquisition of Diagnostic and Prognostic Markers for Lung Cancer
using Generated Antibodies

O R 5ev2
1) EEXRFERGEFHERREIHEBRIRES
2) ABEXRFARZRERZRMERICHESRES
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20044F [ HUPO Young Investigator Award
UTHE ¥4 Proteomics of lympohoid neoplasms - Proteome-mining for 2D gel
(ESZ AMFgE ' v & —WF5ERT)
2015%F | HUPO [EIFSE

BHELZ (RRKRFEZER)

HUPOQ Distinguished Service Award
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LRI H L Symposia

78 28H (ABEH) July 28 (Thu)

9:00 ~ 11:00 AR (AR a3 VKR—))
181 ¥ 2RI Ls 11 Symposium 1 Bl A MG CUNAS)
KL #E9 (BERAS)
Technological Advances in Proteomics
(7B7H 27 AR DRBIHR)
181-01 [GRATEREBE) Z2XEITAIIVFIOTHIIVRAT—7 70— DHEE
9:00 ~ 9:24  Multi-workflow of Proteomics for All-in-one Urine Test in BB-C of

Niigata University
OfF Y. PR ZAD, 1k &Y
NEFBRZ EERBRNAAT—H—t 22—

181-02 #FH&E42 VNV BEEICK SMBIGEHRET

9:24 ~9:48 (—ZEFANTC+ZHAHMRETOT7A1)>7)

Proteomic approach to analyze the multi-layered regulation of cellular response.
OriE ®EY. J\|H "M2AD, ZEH O
NEERMHREMEFR BIESF 7O7 714V THEL > 2 — (molprof)
W OT ATV XF— L

181-03 FIRMEFRO 7O 7 4+ — LB FEDREH

9:48 ~ 10:12 ~THRRTOTA— LB TS v b7+ —LOEERZEIEL T~

Proteome Profiling from Minuscule Amount of Samples:
Toward a single-cell proteomics platform
OFitk EfD 2
1) RERFRFRRZHARRL 2) ISTEEDS

181-04 iMPAQT: ##BZ 2 VNV BZFRBA L2 VNI ERHEET S Y b7+ —L

10:12 ~ 10:36  jMPAQT: in vitro proteome assisted multiple reaction monitoring for protein

absolute quantification
OfA HEgdD, Hil B—2
1) WNKF ERBABEFAIEFR 7O 74 27 ADE.
2) WNKZE S ABABEZHITF N FERFEDE

181-05 MS/MSALL (SWATH-MS)ZJEBLcT O - 7O74 2V ANDEM

10:36 ~ 11:00 Approach toward Eco-Proteomics utilizing MS/MS ALL (SWATH-MS)

ORM MY, Pl KRRV, fHg piEY 2
1) BEARKBRAE SR E, 2) AMED-CREST



9:00 ~ 11:00

JProS 2016

78 28H (AEH) July 28 (Thu)

B =15 (258E2F 2201)

182 ¥ iRIJ L\ 2 | Symposium 2

1S2-01
9:00 ~ 9:24

1S2-02
9:24 ~ 9:48

1S2-03
9:48 ~ 10:12

1S2-04
10:12 ~ 10:36

1S2-05
10:36 ~ 11:00

S SV N
Ex

—X (BN AR 2 —H5ERR)
H— (FfRA%)

Basic Disease Biology

(REFIZICH B 7074 5 R

7 LA ZEOTRENER VNV B L DOVEEZ LD ~FIBE T DA~

Concept for focused differential glycan profiling by means of lectin array

O/N N
1) EEERRIMTRE S BAIERT AR E AR ITHERRT

ImmunoLMD-Z2MEE 707 4 = 7 X & AU e FHiEgEx - ke D
ANTOY T AT+« DR

Heterogeneity of liver transport and metabolism determined

by immunoLMD- quantitative proteomics

Ol IEEYD, sIm mfED, (Ehn BRY. WE B, il #E552.
SRR
1) RILAFAFBERAARRL, 2) BBAKFEKF B i FHAZEE

¥R X Z A PGRMCT O ERIERERITEIDZET

Haem-dependent dimerization of PGRMC1/sigma-2 receptor facilitates
cancer proliferation and chemoresistance

O 2210
) BEZDARFEFHRELCIHZE

EMARSIEIC & % 2 2\ EE S AT | BRIME LRl e R aREZ
BT 52 >INV EEORE

Identification of junctional complex of podocyte foot processes

in kidney glomerulus by EMARS method

OfH 8V, A Y, by Huhd, REHUKED
1) IR AFERFHREMEREMRE L Z—. 2) FRKFHITHEERE.
3) MEERKRFLEF R

AA T 2 OA FEDLERESF
Comparative Pathology of AA amyloidosis

Ob%x MY
1) FRRAE
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78 28H (AEH) July 28 (Thu)

15:55 ~ 18:40 e ASIB (avRY Y3 Uk—L)
1S3 VRIIL 3] Symposium 3 B WH ] GBARES T/ Lteri2—)
BH O HEW GRAH)
TransOmics
(FSYRFZVR)
183-01 Data-independent acquisition (DIA) mass spectrometry and RNA-seq
15:55 ~ 16:40 for comprehensive profiling of proteomes and proteogenomics

1BIFEER 2

1S3-02
16:40 ~ 17:04

1S3-03
17:04 ~ 17:28

1S3-04
17:28 ~ 17:52

1S3-05
17:52 ~ 18:16

1S3-06
18:16 ~ 18:40

O Akhilesh Pandey?
1) Johns Hopkins University, Baltimore, Maryland, USA

FOHREHD b5 2 RF 2T X

Trans-omics analysis of the central metabolism in yeast

(OFumio Matsuda? 2
1) Osaka University, 2) RIKEN CSRS

InvivobS VXA I AfEFEBIEL T

Toward in vivo Trans-omic analysis

ONGRE ¥ 2, Al SEED . Pl Fimd . JRE HEd9
1) FUNAE. 2)ISTEERIF, 3) RRAZ. 4) JST CREST

KIFRIR— MCBITSE TV RF 27 X

Transomics analysis in a large-scale cohort study

O=# KEHv23, ot FFVD, /g 438D
NRICKFRIEAT 1 AV « AHNV I #IE 2)RIEKFAFEREF RHATTRL
3) AMED-CREST,  4)RILKFAFBRIEREIF IR

b D2 AF 2 R L 2 REH EE B ORI EIER

Comprehensive reconstruction of regulatory pathways for metabolism
by trans-omic analysis

OMiAR  30zV2, ALREMT, HH Al
)ERAFE, 2) STEERIF. 3) FUMARE. 4) JST CREST

NS VRA I REMZERWTEDNAT — R — XA RRBEEDRHR
Trans-OMICS analysis of immunopeptidome for development of personalized
cancer immunotherapy

O Y
) BABIRE &/ Lty 8— BhA—4— A FEBER 7OV T4 b
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78 28H (ABEH) July 28 (Thu)
16:40 ~ 18:40 B &35 (28452F 2201)

1S4 KT L\ 4| Symposium 4 Bl /DML HIT (REIRE)
Wik BB BBAAE)

Interspecific Diversity

(ETEE D SR

184-01 E/EROLBTIOTAIIX

16:40 ~ 17:04 Interspecies comparative proteomics for multiple yeast organisms

O #iig  ERD

1) BFAKRS - BFEB

184-02 ZRAEFPOREZ /N7 EONEZBEIRX MO DEECIERICES
17:04 ~ 17:28 ~fEPLEEN T ZBLEWMEEEE~
Absolute quantification of specific protein in multiple samples easily and
precisely at low cost

O AEFED
1) RRBFRFRESEFEMERFERPT

184-03 #7074 IV XK H1EYRZE T R T LDEE
17:28 ~ 17:52 Evolutionary proteomics to understand plant immune system

PHRCERD, M GGV, K D, B A0, PRE RO, W 29,
Ot ghrn

1) 3BICSRS, 2) BILABRIRIEE A, 3) REBABRE MR

HIV IR T EREITR

1S4-04 SREMMITT 551 ARBEREBOLLE T O T4 = 7 R

17:52 ~ 18:16 Comparative Proteomic Analysis of Soybean Varieties and Lines on Flooding
Tolerance

O/ B Y, wEfie FEF D2, vk k9
1) BHIHEIE - JIHRIEMRBERAR LY 2— )RR, )FRAFE

1S4-05 #MRERETOT 4 = U REIFIC K HE RIS EHBDEYIE Z Z DT
18:16 ~ 18:40 Plasma Membrane Proteomics to Understand Interspecific Differences
in Plant Cold Responses
R KBV 2 | WA SEED. O kR D
NEFAFE. 2) RV IRTZVUHMER
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7B 298 (£BEH) July 29 (Fri)
AZIF (AVRYY 3 Uk—)L)

R IUH W (BrAAMEE S 2 — %R

9:00 ~ 11:00

2S5 ViR L\ 5/ Symposium 5

285-01
9:00 ~ 9:27

BIFaER 4

2S5-02
9:27 ~ 9:49

2S5-03
9:49 ~ 10:11

2S5-04
10:11 ~ 10:38

HRIFEEE 5

285-05
10:38 ~ 11:00

RYE JEn] (hHE)

Clinical Proteomics

(TO7F 27 ARAMDERKRISA)

Integrating multiple ‘omics’ approach for discovering a novel mechanism
of fluorouracil (5-FU) resistance in colorectal cancer.

O Kwang Pyo Kim?
1) Department of Applied Chemistry, Kyung Hee University

THREEEZ42) V73 REe TN RIEFEEICEE ©
EENENTOT A I 7 ADEANZEDFEFTANDIGHE
Antibody drug monitoring (ADM) is important for safe and efficient cancer

chemotherapy: Application of quantitative targeted absolute proteomics (QTAP)
for the analysis of interindividual difference

OSpie; 2D, (LER JEED, VLR WfED, Ak 152, @k ERR, (hm #E552.,
A HAd, A —xd, WH - REED, R #E5E9, Sl IEED

NRIEKF 2) BiIDAREL Y 2 —hRER. 3) BiH AL > 2 =%
4) BEARFRF BRI

t hMEERDXTF FOREENETZBE LT

Peptidome Analysis of Human Plasma

O/NTp - &Y, ek DI, I #HinDd, & #H=Ed, £ AR
N IBARFBFERBER T OT4 27 A€ 22—, 2) LBRFEFEYIEFA R LY YIRF SRR,
3) L BRFEFEBA D BAH AR

Large-scale determination of absolute phosphorylation stoichiometries
in cancer cell

OYu-Ju Chend
1) Institute of Chemistry, Academia Sinica, Taiwan

W2V INTBT LA Z BV EFRINIKEEEE THIEENS > T FIVRERD
N RERREAT
Global pathway profiling of a novel TNIK inhibitor using RPPA

B OTHD, A R MR, BOEA, Ol e
1) ENTH AR 4 > 2 —BRZERT BIREREARFAR DS, 2) DIV A 4 A T R att
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7B 29H (£BH) July 29 (Fri)

16:40 ~ 18:20 AT (avR 3 0kR—IL)

JIliG - (EERHIIAF)

Post Translational Modifications

(BERBESHOTOTH IV X)

2S6-01 1PFAA—=IVFICKVBAESHCHE>TcAV T ) A RO¥ESEMBE/ERICKL S
16:40 ~ 17:10  EGF SBMAEMH EHEE

Single-molecule study of regulation mechanisms of EGF receptor activity
by ganglioside sugar-chains

O A f—D2
1) REPRFME —MIEME Y A7 LR, 2) (> R - BEEFHER

256-02 It FFEMiDEAMEAZETE LT | Parallel Reaction Monitoring 7AlC & %
17:10 ~ 17:40 I EFF U EHOBSREMNEREDRFE S IGH

Trans-omics analysis of the central metabolism in yeast

Offefr 28D, £ JED, R seigb . m =
1) ERAEF RN

256-03 JOT A IV RENERWRZ VINVBEDY T T « U RS REIBDRRT
17:40 ~ 18:00

Proteomic analysis of regulatory mechanisms of ectodomain shedding

OHEE 287D, KA sithd, SR 55K, |k #-30 Iki orad, i HEEY
1) BRERERAR, 2)ILBAF, 3) ARAF

256-04 E52RENY VEBIEHRXT— FICK2MNERESERE O EEE
18:00 ~ 18:20 Microtubule Destabilizer Undergoes Distinct Phosphorylation Cascades
for Neuronal Morphogenesis

QNI F2D2, E (5kEY 2
1) RRAE XKEREFRMZER MREMFREZHE. 2) N FIBEHEREFHEE
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7B 29H (£BH) July 29 (Fri)

16:40 ~ 18:10 B &i5 (258E2F 2201)

287 ¥ VR Y7 L\ 71 Symposium 7 Bl JRA L (BRARE)
W (5 GATHAIVRARET —ERN—ZAE V2 —)

Informatics & Systems Biology
AVTARTAVIREVATLINAFAY—)

287-01 7O7F4—LAVTART A VAV AT LRINA 7 OT—HAEDIBF
16:40 ~ 16:55  Call for researchers for proteome informatics & systems biology

Oy 2D, mA B2
NSATHALIVRRET —EN—REEZ—, DBEAKRE

287-02 JO7HA—LEET — 2 X—X jPOST DR
16:55 ~ 17:20  pDevelopment of jPOST ? Integrated Database of Proteomes

OR D, WHE TR, 158 |2, 7 B, w53, 10k k82,
A CHECY. mRL AMRA, AR RRED, R BTED. EIR WD, B WD,
il E=D, GiE D

NRERFE. DFRAFE. IZATFA IV RARET —EN—R V2 — 4) AMKZFE

5) BBAKE

2S7-03 HETHICHRASROBFNROBREZFIEICT 2 ZEREMEE
17:20 ~ 17:45 Multiple testing procedure to detect statistically significant high-order interactions
O EfEDDI
1) ISTEEDF, 2) RRKRF, 3) EERMAE SIS

2S7-04 T —EZN—AERLFFT—ELEETRZ BV ARIEFIR/ENEREEE
17:45 ~ 18:10 7T 74— LARHT
Large-scale proteome analysis based on integrated database and predicted
kinase substrates

OfZill Y, =% 13D, A KY, Pasrawin Taechawattananant 9, #iFk LAY,
FiE 4D
1) REBRFZARERERZHRER
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Meet the Expert

78 28H (ABEH) July 28 (Thu)
8:25 ~ 8:50 ARB (AR 3 0R—))
1ME1 Meet the Expert 1 R RY MR (EiIHARELE Y 2 —HZER)

IME1 ZRAEEET O 77— LBERD O DORZFINIES BIE
Rapid sample preparation and fractionation method for large-scale quantitative
proteome analysis.
O @y 19
1) B EAEERER - @F - REWTRH 074 —LUY—F7O0Vz7 b

8:25 ~ 8:50 B 215 (#1258E2F 220138%=)
1ME2 Meet the Expert 2 R M HR (REBAFAFBREFHER)

1IME2 SRE!VE(CTOT 4 — LT
Highly sensitive and high-throughput analysis of phosphoproteome

OARR5RAD
1) BERHUKTF. SinERNFMRLY 2—

78 29H (£KH) July 29 (Fri)

9:00 ~ 9:50 B £i5 (25#82F 2201)
2ME3, 4 Meet the Expert 3, 4 B Wi B (2%

2ME3 I 7VVVY—LOBREE TO7T4— LR
9:00~9:25 Exosome purification technologies for proteome analysis

O i )
WBARRER 7/ Lty 83— Bt —4— 41 FEERE 7OV 17 b

2ME4 FS VRV NI VADHREEEFOEENS, TOTFHZITAD
9:25~9:50 TFT—ARfEFV I NI I T EBREEZS
Lessons for software platforms of proteomics elicited from the history of
transcriptomics.

O Mt WEaRY
1) BRzU=4L Subio
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HFABEREX Young Scientist Presentation

14:45 ~ 15:45

78 28H (ABEH) July 28 (Thu)

ASIZ (AR 3 k—IL)

1Y1 EFOEEHZE 1 / Young Scientist Presentation 1

1Y1-01

14 : 45~14:57

RRAZ—FR
2P-23

1Y1-02
14 : 57~15:09

RRAZ R
2P-13

1Y1-03

15 : 09~15:21

RRAZ R
1P-15

1Y1-04

15:21~15:33

RAZ—ER
1P-17

1Y1-05

15 :33~15:45

1P-32

HRRNA TR =D —EHRRDIHDEFENRTF R T —=EZX—ADIBREZDIGH

Human native Peptidome database for Peptidomics studies.

OAmr Elguoshy? 2), Sameh Magdeldin"), Yoshitoshi Hirao'), Bo Xu"), Suguru Saito"),
Ali FQuadery"), Keiko Yamamoto®), Tadashi Yamamoto')
1) Niigata University, Biofluid Biomarker Center

2) Biotechnology department, Faculty of Agriculture, Al-azhar University.

FARHTLV-1BERE DD FIENRH Z Bis L Ic@@riiaRE
707 74— If#fT

Comprehensive cell surface proteomics analysis aiming at discovering
Novel therapeutic targets for HTLV-1 associated disease

Offhg B, AL 382, e B, [y A0, MiE i

1) RBFFEN « DARRR - 7/ LR — - TOTF IV RERTIV—T

2) RRKE - EREFERAR - WK - kSRR

3) RBFEEARER - SRR « MIRNEL

HER T VFTERKE - KERNBMER - #RaBEmMELY 2— < wE - mRERETER

TGF- B (BB EIBTER T) & FIFE L fEB86tE X 1 Z X L DT
Analysis of cancer metastasis mechanism using TGF- 3
Ol BIFD, AR #ED, B BI%2, Pl AY

1) BUEMHILRS FimEMEMEE Y 2 —,
NGEHIIARE KEREFHER HEDTE - D FERREE

FOI V) VBT OTF 27 AL BKED ACetuximabilif sz ARIFAI DERER

Phosphotyrosine proteomics reveal novel targets to overcome resistance
to Cetuximab.

OB HE—D, KB, 20 dipd, gy 39, Wik
W 7OFA—LUY—F IOV b LR - B - REFER

®Y

MR VBT OT A - LT7AT7 7 Ibh 5 ¥/ — LEEEFRIT S

Prediction of cellular kinome activity using phosphoproteome profiles

Ofifs FEY, SR HFX2, K ), #ik B, 210 E=D, A 480
1) REPRFRF B ZZARR. DN D FEMEAREFR. BINNNA T A2 T AT« 7 AWK

ER KT 5 (EBAFAFR)
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78 28H (ABEH) July 28 (Thu)
14:45 ~ 15:45 B £i5 (28452F 2201)
R /NNF &Y JEEKRF)

1Y2 EFSEHZE 2 / Young Scientist Presentation 2

1Y2-01
14 : 45~14:57

KRR —H&
1P-31

1Y2-02
14 : 57~15:09

RRAZ—FR
1P-33

1Y2-03

15 : 09~15:21

K2 52— 5]
1P-35

1Y2-04

15 :21~15:33

RAZ—HR
1P-39

1Y2-05

15 : 33~15:45

RAR—%zk
1P-14

Quantitative phosphoproteomics approach for kinase-mediated protein
phosphorylation stoichiometry

OFF¥TvEFFy 859 020, ik KD, bk BB, i
AE 439
1) REBARZEKREBRERZ IR

JELE,

FF—CREMEEITAAIEEXNTF PRV b/ —LFEHE
o770
Kinome activity profiling using artificial substrate peptides with kinase specificity

O¥iAs RO, fF)IIEHTFED, Pasrawin - Taechawattananantd, £tk FRD. #2111 EED,
i #ED
1) RBRERF R HIR

Thio-tag Tip Z W e F A4 — IVESH L S DOZIRI D BEFE 8E
Thio-tag Tip method for selective separation of thiol containing compounds

OwA Y, & Y, 20 &M, K FEETD, KT %Ay, b &Y
1) BEETHIIRS RinERFEME Y 2 —.
DEEMIIKRE KEREFHIER MEMS - 0 FEAKREF

FRAIY O LMEEET7 VIV S VAT TS —EDRE

PLA2GA4E is a calcium-dependent acyltransferase that produces
N-acylphosphatidylethanolamines

OYuji Ogura® 2, William H. Parsons?, Siddhesh S. Kamat?, Benjamin F. Cravatt?
1) Daiichi Sankyo RD Novare, 2) The Scripps Research Institute

RYABREREX S YNUT Y D~y TET 2 EEDH
MS-based top-down analysis of histone variants in the mouse testis

(OHo-Geun, Kwak') 2), Naoshi Dohmae™ 2)
1) RIKEN CSRS 2) Graduate school of science and engineering, Saitama University
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7B 29H (£BH) July 29 (Fri)
10:00 ~ 11:00

2Y3 HF[8EFH X 3 / Young Scientist Presentation 3

B =15 258E2F 2201)
BER IR 8 @ERRF)

2Y3-01
10:00~10:12

RRAZ—FR
2P-32

2Y3-02
10:12~10:24

RRAZ—FER
1P-38

2Y3-03

10:24~10:36

1P-26

2Y3-04

10:36~10:48

RRAZ—FHR
1P-25

2Y3-05
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Trans-omic analyses of sequentially isolated RNAs/proteins in human cells
using a TRIzol reagent
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Post-translational acylations occurring in a wide range of organisms:
lysine acetylation, propionylation, and succinylation
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Glycoform Analysis of Human Colon Cancer Cell Lines Using LC/MSMS and
Endoglycosidase F1, F2 and F3
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An improved method of laser microdissection and lectin microarray

for tissue glycome mapping
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Study about the benefit about trans-omics technique using diet-induced
obese mouse liver
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